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A PIPELINE TO EXTRACT INFORMATION ON PLANT STRESS 
RESPONSE FROM SCIENTIFIC LITERATURE 
As sessile organisms, plants encounter various types of biotic and abiotic stresses and 
respond in a variety of ways, for example, by changing the rate of photosynthesis and 
stomatal closure.   However, stress affects their growth and development and results in 
loss of their production, especially relevant for crops. Thus, crop improvement programs 
have focused on developing crops that can tolerate these stresses. As a result, the 
number of studies in this area and derived publications has significantly increased over 
the years. Automatically mining the information on plant genes that are involved or 
regulate stress could assist biologists conducting research enormously, as it would 
facilitate retrieval and consolidation of information. For this reason, we have established 
a pipeline that integrates text mining methods to efficiently retrieve information on 
stress genes and their relations to function and processes in plants. We expect that this 
set of plant stress genes collected through the described pipeline will enable further 
understanding of the underlying mechanisms of stress tolerance in plants. 
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